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Education
® Ph.D. University of Science and Technology of China, Ph.D., Computer Science, 2005
® B.E. University of Science and Technology of China, B.E., Computer Science, 2000.

Research Experience

Jan, 2009 — now Research Scientist, Department of Biochemistry and Molecular Biology,
and Institute of Bioinformatics, University of Georgia, Athens, Georgia,
30602-7229

Nov, 2008 — now Group leader, Department of Biochemistry and Molecular Biology, and
Institute of Bioinformatics, University of Georgia, Athens, Georgia,
30602-7229

Sept, 2005 — Dec, 2008 Postdoc Research Associate, Department of Biochemistry and Molecular
Biology, and Institute of Bioinformatics, University of Georgia, Athens,
Georgia, 30602-7229

Research Interests

® Characterizations of cellulolysis pathway in prokaryotes and fungi.

® Characterizations of mobile genetic elements, including transposons and Insertion Sequences, and their
influences on the host genomes.

® Metagenomic analysis of microbial communities.

® Data mining and large-scale analysis of microbiological genomes.

® In silico prediction and large-scale analysis of proteins' post-translational modifications, including
SUMOylation, phosphorylation, palmitoylation, acetylation, etc.

® Designing and analyzing approximation algorithms for combinatorical optimization problems.

® Detailed analysis of genomic structures.
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